[Hypermethylation of estrogen receptor-alpha gene and high homocysteine in atheromatosis patients].
To investigate the methylation status in promoter region of ER-alpha gene and the relationship beteen the degree of methylation in ER-alpha gene and the level of total plasma homocysteine(tHcy) in atherosclerosis patients. 82 cases including 54 atherosclerosis patients and 28 healthy control subjects were selected under carotid colorized ultrasound examination. The methylation status of CpG islands in ER-alpha gene promoter region were analyzed by nested-methylation-specific PCR (nMSP). tHcy was examined by fluorescent-biochemical method. Using spearman rank correlation to analyse the relatinship between the degree of methylation in ER-alpha gene and the level of tHcy. Hypermethylation of ER-alpha gene promoter region was found in 38 cases of atherosclerosis patients, the methylation frequency was 70.4%. While the only 28.6% methylation frequency was detected in healthy controls, just 8 of 28 samples were found hypermethylation, much lower than the one in atherosclerosis group (P < 0.05). Meanwhile, the level of tHcy in atherosclerosis group was significantly higher than that in control group (P < 0.05). The spearman rank correlation analysis explored an obviously correlation between the degree of methylation in ER-alpha gene and the level of tHcy (r = 0.809, P < 0.05), and the severity of atherosclerotic lesion was also heightened along with the increment of plasma level of tHcy. Hyermethylation of CpG islands in ER-alpha gene promoter region was found in high frequency in atherosclerosis patients, which is positive correlated with the increased level of plasma tHcy and the severity of atherosclerotic lesion. This clinical data further extended our in vitro experimental result that HHcy can lead to the hypermethylation of ER-alpha gene, and hence to promote the occurrence and development of AS.